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flask used for the incubation. Some parameters
studied are listed in Table 2 together with the
mean values of three different blood samples.
Some examples of application will be given.
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Dilatometry in the Study of Acyl
Shift in Peptides and Proteins

Lars Josefsson
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The dilatometer technique as described by
Linderstram-Lang ! has been introduced in
our studies on the formic acid induced rever-
sible inactivation of protein enzymes 3~¢ in
order to elucidate the mechanism of the re-
activation process.
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PROCEEDINGS

From our previous studies three reactions
were thought possible in this process, namely
1. an O,N-acyl shift, 2. deformylation of the
formylated amino groups, or 3. deformylation
of the formylated hydroxyl groups of the
hydroxyamino acid residues.

Therefore the volume changes accompany-
ing some proton transfers as well as the O,N-
acyl shift in some model substances have been
determined in addition to those accompany-
ing the reactivation of formic acid inactivated
protein enzymes.

The volume change accompanying the re-
activation of ribonuclease when performed in
phosphate buffer, 4. e. 15.3 ml per equivalent
base consumed, is in good agreement with that
accompanying the proton transfers in the neu-
tralisation of formic acid with secondary phos-
phate ions, 7. e. 15.7 ml. In contrast, the value
found for an O,N-acyl shift is 21.1 ml. Thus
the data strongly suggest that the reactivation
is based on a deformylation process.

Dilatometer experiments on formic acid
treated glycyl-DL-serine as well as glycyl-O-
formyl-DL-serine further suggest that the de-
formylating process is a splitting of the form-
amid bond in the O-acyl formed structure.
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